Key indicators: single-crystal X-ray study; T = 298 K; mean (C-C) = 0.006 Å; R factor = 0.042; wR factor = 0.104; data-to-parameter ratio = 17.8.
Related literature
The neutral compound 2,6-bis(2-methoxyphenyl)pyridine has been previously reported (Silva et al., 1997) and copper(II) complexes of the related ligand 2,6-bis(2 0 -hydroxyphenyl)-pyridine have also been characterized (Steinhauser et al., 2004) .
Experimental
Crystal data (C 19 H 18 Table 1 Hydrogen-bond geometry (Å , ). Data collection: KappaCCD Server Software (Nonius, 1997 ); cell refinement: DENZO-SMN (Otwinowski & Minor, 1997) ; data reduction: DENZO-SMN; program(s) used to solve structure: SIR92 (Altomare et al., 1994 ); program(s) used to refine structure: SHELXL97 (Sheldrick, 2008) ; molecular graphics: PLATON (Spek, 2009); software used to prepare material for publication: SHELXL97 and maXus (Mackay et al., 1999) .
Bis[2,6-bis(2-methoxyphenyl)pyridinium] di--bromido-bis[dibromidocuprate(II)] P. Sangtrirutnugul, S. Haesuwannakij, T. Sooksimuang, S. Prabpai and P. Kongsaeree Comment An attempt to synthesize copper(II) complex of 2,6-bis(2-methoxyphenyl)-pyridine in CH 2 Cl 2 unexpectedly yielded the ionic complex (C 9 H 18 NO 2 ).0.5(Cu 2 Br 6 ). The single crystals of the title compound crystallizes in the orthorhombic unit cell in space group P bca . Each asymmetric unit cell contains one molecule of 2,6-bis(2-methoxy-phenyl)pyridinium cation and half a molecule of hexabromodicuprate(II). Crystallographic data of the title compound reveals intramolecular N-H···O hydrogen bonds forcing both methoxy groups to be in close proximity to the nitrogen atom of the pyridinium ring (N···O distances of 2.625 (4) and 2.630 (4) Å). The pyridinium and two methoxyphenyl rings are almost co-planar, having the dihedral angles between them of 7.5 (5)° and 15.0 (5)°. In addition, weak intermolecular π-π stacking interactions between pyridine and phenyl moieties of the neighboring molecules with centroid-centroid distances of 3.649 (2) and 3.850 (2) Å are present.
Note that the centroid of the complete dianion coincides with the inversion center. Moreover, the hexabromodicuprate(II) dianion displays a distorted tetrahedral geometry at both copper(II) ions with Cu-Br bond distances of 2.3385 (7) and 2.3304 (7) Å for terminal bromides, and 2.4451 (6) Å for bridging bromides, respectively.
The neutral compound 2,6-bis(2-methoxyphenyl)pyridine has been previously reported (Silva et al., 1997) and their crystals were obtained from an ethyl acetate solution. The published crystal structure reveals that both methoxy groups are on opposite sides of the pyridine nitrogen to avoid the N···O lone pair repulsion. In addition, copper(II) complexes of the related ligand 2,6-bis(2'-hydroxyphenyl)pyridine have previously been synthesized and characterized (Steinhauser et al., 2004) .
The title compound, (C 9 H 18 NO 2 ).0.5(Cu 2 Br 6 ) (1), was prepared from a reaction of CuBr 2 (0.5 mmol) with one equivalent of 2,6-bis(2-methoxyphenyl)pyridine (0.5 mmol) in dichloromethane (30 ml) at room temperature for 3 h. The reaction solution was filtered to remove any unreacted CuBr 2 . X-ray quality single crystals were obtained from slow evaporation of a dichloromethane solution of 1 at room temperature.
Refinement
Structure refinement was performed using least-squares analysis. All non-H atoms were refined anisotropically whereas all H atoms were placed in calculated positions and treated as riding with C,N-H = 0.96 with U iso (H) = 1.2 U eq (C,N), including the methoxy H atoms.
supplementary materials sup-2 Figures   Fig. 1 . ORTEP diagram of the title compound (1). Displacement ellipsoids are drawn at the 30% probability level.
Crystal data (C 19 H 18 
Special details
Experimental. multi-scan from symmetry-related measurements SORTAV (Blessing 1995)
Geometry. All standard uncertainties (except dihedral angles between l.s. planes) are estimated using the full covariance matrix. The standard uncertainties in cell dimensions are are used in calculating the standard uncertainties of bond distances, angles and torsion angles. Angles between l.s. planes have standard uncertainties calculated from atomic positional standard uncertainties; the errors in cell dimensions are not used in this case. 
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (Å

